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<210> 1 

<211> 14 

<212> PRT 

<213 > Homo sapiens 

<400> 1 

Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val Lys 



<210> 2 

<211>- 2456 

<212> DNA 

<213> Homo sapiens 

<400> 2 

ataacagcat gaagtgccgt ggaactggaa taggcgtgtc ctctccctcg accctccccc 60 

tccttgtccc tctgctcacc cctcgctcgt tccctccctc cggcgagggc cgcctttata 120 

acaactgctc agagtgcgag ggcgggatag ctgtccaagg tctcccccag cactgaggag 180 

ctcgcctgct gccctcttgc gcgcgggaag cagcaccaag ttcacggcca acgccttggc 240 

actagggtcc agaatggcta caacagtccc tgatggttgc cgcaatggcc tgaaatccaa 300 

gtactacaga ctttgtgata aggctgaagc ttggggcatc gtcctagaaa cggtggccac 3 60 

agccggggtt gtgacctcgg tggccttcat gctcactctc ccgatcctcg tctgcaaggt 42 0 

gcaggactcc aacaggcgaa aaatgctgcc tactcagttt ctcttcctcc tgggtgtgtt 480 

gggcatcttt ggcctcacct tcgccttcat catcggactg gacgggagca cagggcccac 540 

acgcttcttc ctctttggga tcctcttttc catctgcttc tcctgcctgc tggctcatgc 600 
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gtgggcatgg tctcctaatg gaggagtgtt cattgtataa taagttattc acctgagtat 2400 



gcaataaaga tgtggtggcc actctttcat ggtggtggca gcaaaaaaaa aaaaaa 2456 

<210> 3 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe lie lie Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 



Arg Phe Phe Leu Phe Gly lie Leu Phe Ser lie Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Ser Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val He Ala He Glu Tyr He Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 
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Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 



His Gly Ala His lie Tyr Leu Thr Met Leu Leu Ser lie Ala lie Trp 
210 215 220 



Val Ala Trp lie Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr lie Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



lie Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 
325 330 335 



lie Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 



<210> 4 

<211> 345 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Tyr Lys Asp Cys lie Glu Ser Thr Gly Asp Tyr Phe Leu Leu Cys 
1-5 10 15 
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Asp Ala Glu Gly Pro Trp Gly lie lie Leu Glu Ser Leu Ala lie Leu 
20 25 30 



Gly lie Val Val Thr lie Leu Leu Leu Leu Ala Phe Leu Phe Leu Met 
35 40 45 



Arg Lys He Gin Asp Cys Ser Gin Trp Asn Val Leu Pro Thr Gin Leu 
50 55 60 



Leu Phe Leu Leu Ser Val Leu Gly Leu Phe Gly Leu Ala Phe Ala Phe 
65 70 75 80 



He He Glu Leu Asn Gin Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe 
85 90 95 



Gly Val Leu Phe Ala Leu Cys Phe Ser Cys Leu Leu Ala His Ala Ser 
100 105 110 



Asn Leu Val Lys Leu Val Arg Gly Cys Val Ser Phe Ser Trp Thr Thr 
115 120 125 



He Leu Cys He Ala He Gly Cys Ser Leu Leu Gin He He He Ala 
130 135 140 



Thr Glu Tyr Val Thr Leu He Met Thr Arg Gly Met Met Phe Val Asn 
145 150 155 160 



Met Thr Pro Cys Gin Leu Asn Val Asp Phe Val Val Leu Leu Val Tyr 
165 170 175 



Val Leu Phe Leu Me't Ala Leu Thr Phe Phe Val Ser Lys Ala Thr Phe 
180 185 190 



Cys Gly Pro Cys Glu Asn Trp Lys Gin His Gly Arg Leu He Phe lie 
195 200 205 



Thr Val Leu Phe Ser He He He Trp Val Val Trp He Ser Met Leu 
210 215 220 



Leu Arg Gly Asn Pro Gin Phe Gin Arg Gin Pro Gin Trp Asp Asp Pro 
225 230 235 240 
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Val Val Cys lie Ala Leu Val Thr Asn Ala Trp Val Phe Leu Leu Leu 
245 250 255 



Tyr lie Val Pro Glu Leu Cys lie Leu Tyr Arg Ser Cys Arg Gin Glu 
260 265 270 



Cys Pro Leu Gin Gly Asn Ala Cys Pro Val Thr Ala Tyr Gin His Ser 
275 280 285 



Phe Gin Val Glu Asn Gin Glu Leu Ser Arg Ala Arg Asp Ser Asp Gly 
290 295 300 



Ala Glu Glu Asp Val Ala Leu Thr Ser Tyr Gly Thr Pro lie Gin Pro 
305 310 315 320 



Gin Thr Val Asp Pro Thr Gin Glu Cys Phe lie Pro Gin Ala Lys Leu 
325 330 335 



Ser Pro Gin Gin Asp Ala Gly Gly Val 
340 345 



<210> 5 

<211> 300 

<212> PRT 

<213> Mus musculus 

<400> 5 

Met Tyr Glu Asp Cys Val Lys Ser Thr Glu Asp Tyr Tyr Leu Phe Cys 
15 10 15 



Asp Asn Glu Gly Pro Trp Ala lie Val Leu Glu Ser Leu Ala Val lie 
20 25 30 



Gly lie Val Val Thr lie Leu Leu Leu Leu Ala Phe Leu Phe Leu Met 
35 40 45 



Arg Lys Val Gin Asp Cys Ser Gin Trp Asn Val Leu Pro Thr Gin Phe 
50 55 60 



Leu Phe Leu Leu Ala Val Leu Gly Leu Phe Gly Leu Thr Phe Ala Phe 
65 70 75 80 



lie lie Gin Leu Asn His Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe 
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85 



90 



95 



Gly Val Leu Phe Ala lie Cys Phe Ser Cys Leu Leu Ala His Ala Ser 
100 105 110 



Asn Leu Val Lys Leu Val Arg Gly Arg Val Ser Phe Cys Trp Thr Thr 
115 120 125 



lie Leu Phe lie Ala lie Gly Val Ser Leu Leu Gin Thr lie lie Ala s 
-130 135 140 



lie Glu Tyr Val Thr Leu He Met Thr Arg Gly Leu Met Phe Glu His 
145 v 150 155 160 



Met Thr Pro Tyr Gin Leu Asn Val Asp Phe Val Cys Leu Leu He Tyr 
165 170 175 



Val Leu Phe Leu Met Ala Leu Thr Phe Phe Val Ser Lys Ala Thr Phe 
180 185 190 



Cys Gly Pro Cys Glu Asn Trp Lys Gin His Gly Arg Leu He Phe Ala 
195 200 205 



Thr Val Leu Val Ser lie He He Trp Val Val Trp He Ser Met Leu 
210 215 220 



Leu Arg Gly Asn Pro Gin Leu Gin Arg Gin Pro His Trp Asp Asp Ala 
225 230 235 240 



Val He Cys He Gly Leu Val Thr Asn Ala Trp Val Phe Leu Leu He 
245 250 255 



Tyr He He Pro Glu Leu Ser He Leu Tyr Arg Ser Cys Arg Gin Glu 
260 265 270 



Cys Pro Thr Gin Gly Asn Val Cys Gin Val Pro Val Tyr Gin Arg Ser 
275 280 285 



Phe Arg Met Asp Thr Gin Glu Pro Thr Arg Glu Cys 
290 295 300 



<210> 6 
<211> 403 
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<212> 
<213> 



PRT 

Homo sapiens 



<400> 6 

Met Phe Val Ala Ser Glu Arg Lys Met Arg Ala His Gin Val Leu Thr 
15 10 15 



Phe Leu Leu Leu Phe Val lie Thr Ser Val Ala Ser Glu Asn Ala Ser 
20 25 30 



Thr Ser Arg Gly Cys Gly Leu Asp Leu Leu Pro Gin Tyr Val Ser Leu 
35 40 45 



Cys Asp Leu Asp Ala lie Trp Gly lie Val Val Glu Ala Val Ala Gly 
50 55 60 



Ala Gly Ala Leu lie Thr Leu Leu Leu Met Leu lie Leu Leu Val Arg 
65 70 75 80 



Leu Pro Phe lie Lys Glu Lys Glu Lys Lys Ser Pro Val Gly Leu His 
85 90 95 



Phe Leu Phe Leu Leu Gly Thr Leu Gly Leu Phe Gly Leu Thr Phe Ala 
100 105 110 



Phe lie lie Gin Glu Asp Glu Thr lie Cys Ser Val Arg Arg Phe Leu 
115 120 125 



Trp Gly Val Leu Phe Ala Leu Cys Phe Ser Cys Leu Leu Ser Gin Ala 
130 135 140 



Trp Arg Val Arg Arg Leu Val Arg His Gly Thr Gly Pro Ala Gly Trp 
145 150 155 160 



Gin Leu Val Gly Leu Ala Leu Cys Leu Met Leu Val Gin Val lie lie 
165 170 175 



Ala Val Glu Trp Leu Val Leu Thr Val Leu Arg Asp Thr Arg Pro Ala 
180 185 190 



Cys Ala Tyr Glu Pro Met Asp Phe Val Met Ala Leu lie Tyr Asp Met 
195 200 205 
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Val Leu Leu Val Val Thr Leu Gly Leu Ala Leu Phe Thr Leu Cys Gly 
210 215 220 
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Lys Phe Lys Arg Trp Lys Leu Asn Gly Ala Phe Leu Leu lie Thr Ala 
225 230 235 240 



Phe Leu Ser Val Leu lie Trp Val Ala Trp Met Thr Met Tyr Leu Phe 
245 250 255 



Gly Asn Val Lys Leu Gin Gin Gly Asp Ala Trp Asn Asp Pro Thr Leu 
260 265 270 



Ala lie Thr Leu Ala Ala Ser Gly Trp Val Phe Val lie Phe His Ala 
275 280 285 



lie Pro Glu lie His Cys Thr Leu Leu Pro Ala Leu Gin Glu Asn Thr 
290 295 300 



Pro Asn Tyr Phe Asp Thr Ser Gin Pro Arg Met Arg Glu Thr Ala Phe 
305 310 315 320 



Glu Glu Asp Val Gin Leu Pro Arg Ala Tyr Met Glu Asn Lys Ala Phe 
325 330 335 



Ser Met Asp Glu His Asn Ala Ala Leu Arg Thr Ala Gly Phe Pro Asn 
340 345 350 



Gly Ser Leu Gly Lys Arg Pro Ser Gly Ser Leu Gly Lys Arg Pro Ser 
355 360 365 



Ala Pro Phe Arg Ser Asn Val Tyr Gin Pro Thr Glu Met Ala Val Val 
370 375 380 



Leu Asn Gly Gly Thr lie Pro Thr Ala Pro Pro Ser His Thr Gly Arg 
385 390 395 400 



His Leu Trp 



<210> 7 

<211> 498 

<212> PRT 

<213> Homo sapiens 
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<400> 7 



Met Phe Val Ala Ser Glu Arg Lys Met Arg Ala His Gin Val Leu Thr 
15 10 15 



Phe Leu Leu Leu Phe Val He Thr Ser Val Ala Ser Glu Asn Ala Ser 
20 25 30 



Thr Ser Arg Gly Cys Gly Leu Asp Leu Leu Pro Gin Tyr Val Ser Leu 
35 40 45 



Cys Asp Leu Asp Ala He Trp Gly He Met Ala He His Lys Ala Leu 
50 55 60 



Val Met Cys Leu Gly Leu Pro Leu Phe Leu Phe Pro Gly Ala Trp Ala 
65 70 75 80 



Gin Gly His Val Pro Pro Gly Cys Ser Gin Gly Leu Asn Pro Leu Tyr 
85 90- 95 



Tyr Asn Leu Cys Asp Arg Ser Gly Ala Trp Gly lie Val Leu Glu Ala 
100 105 110 



Val Ala Gly Ala Gly He Val Thr Thr Phe Val Leu Thr He He Leu 
115 120 125 



Val Ala Ser Leu Pro Phe Val Gin Asp Thr Lys Lys Arg Ser Leu Leu 
130 135 140 



Gly Thr Gin Val Phe Phe Leu Leu Gly Thr Leu Gly Leu Phe Cys Leu 
145 150 155 160 



Val Phe Ala Cys Val Val Lys Pro Asp Phe Ser Thr Cys Ala Ser Arg 
165 170 175 



Arg Phe Leu Phe Gly Val Leu Phe Ala He Cys Phe Ser Cys Leu Ala 
180 185 190 



Ala His Val Phe Ala Leu Asn Phe Leu Ala Arg Lys Asn His Gly Pro 
195 200 205 



Arg Gly Trp Val He Phe Thr Val Ala Leu Leu Leu Thr Leu Val Glu 
210 215 220 
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Val lie lie Asn Thr Glu Trp Leu lie lie Thr Leu Val Arg Gly Ser 
225 230 235 240 



Gly Glu Gly Gly Pro Gin Gly Asn Ser Ser Ala Gly Trp Ala Val Ala 
245 250 255 



Ser Pro Cys Ala Val Ala Asn Met Asp Phe Val Met Ala Leu He Tyr 
260 265 270 



Val Met Leu Leu Leu Leu Gly Ala Phe Leu Gly Ala Trp Pro Ala Leu 
275 280 285 



Cys Gly Arg Tyr Lys Arg Trp Arg Lys His Gly Val Phe Val Leu Leu 
290 295 300 



Thr Thr Ala Thr Ser Val Ala lie Trp Val Val Trp He Val Met Tyr 
305 310 315 320 



Thr Tyr Gly Asn Lys Gin His Asn Ser Pro Thr Trp Asp Asp Pro Thr 
325 330 335 



Leu Ala lie Ala Leu Ala Ala Asn Ala Trp Ala Phe Val Leu Phe Tyr 
340 345 350 



Val He Pro Glu Val Ser Gin Val Thr Lys Ser Ser Pro Glu Gin Ser 
355 360 365 



Tyr Gin Gly Asp Met Tyr Pro Thr Arg Gly Val Gly Tyr Glu Thr He 
370 375 380 



Leu Lys Glu Gin Lys Gly Gin Ser Met Phe Val Glu Asn Lys Ala Phe 
385 390 395 - 400 



Ser Met Asp Glu Pro Val Ala Ala Lys Arg Pro Val Ser Pro Tyr Ser 
405 410 415 



Gly Tyr Asn Gly Gin Leu Leu Thr Ser Val Tyr Gin Pro Thr Glu Met 
420 425 430 



Ala Leu Met His Lys Val Pro Ser Glu Gly Ala Tyr Asp He He Leu 
435 440 445 
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Pro Arg Ala Thr Ala Asn Ser Gin Val Met Gly Ser Ala Asn Ser Thr 
450 455 460 



Leu Arg Ala Glu Asp Met Tyr Ser Ala Gin Ser His Gin Ala Ala Thr 
465 470 475 480 



Pro Pro Lys Asp Gly Lys Asn Ser Gin Val Phe Arg Asn Pro Tyr Val 
485 490 495 



Trp Asp 



<210> 8 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 8 



Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe lie lie Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 



Arg Phe Phe Leu Phe Gly lie Leu Phe Ser lie Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Gly Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 
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Gin Asp Val lie Ala lie Glu Tyr lie Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 



Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 



His Gly Ala His lie Tyr Leu Thr Met Leu Leu Ser lie Ala lie Trp 
210 215 220 



Val Ala Trp lie Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr lie Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



lie Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 
325 330 335 



lie Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 
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<210> 9 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe lie lie Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 



Arg Phe Phe Leu Phe Gly lie Leu Phe Ser lie Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Ser Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val lie Ala lie Glu Tyr lie Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 



Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 

14 



195 



200 



205 



His Gly Ala His lie Tyr Leu Thr Met Leu Leu Ser lie Ala lie Trp 
210 215 220 



Val Ala Trp lie Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr He Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



He Thr Arg Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 
325 330 335 



He Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 



<210> 10 

<211> 59 

<212> PRT 

<213> Mus musculus 

<400> 10 

Asp Gly Ala Thr Gly Pro Thr Arg Phe Phe Leu Phe Gly Val Leu Phe 
15 10 15 



Ala He Cys Phe Ser Cys Leu Leu Ala His Ala Phe Asn Leu He Lys 
20 25 30 
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Leu Val Arg Gly Arg Lys Pro Leu Ser Trp Leu Val lie Leu Ser Leu 
35 40 45 

\ 

Ala Val Gly Phe Ser Leu Val Gin Asp Val, He 
50 55 



<210> 11 
<211> 59 
<212> PRT 

<213> Rattus norvetigus 
<400> 11 

Asp Arg Ala Thr Gly Pro Thr Arg Phe Phe Leu Phe Gly Val Leu Phe 
15 10 15 



Ala Leu Cys Phe Ser Cys Leu Leu Ala His Ala Phe Asn Leu He Lys 
20 25 30 



Leu Val Arg Gly Arg Lys Pro Leu Ser Trp Leu Val He Leu Ser Leu 
35 40 45 



Ala Val Gly Phe Ser Leu Val Gin Asp Val He 
50 55 



<210> 12 

<211> 59 

<212> PRT 

<213> Bos taurus 

<400> 12 

Asn Gly Gly Thr Gly Pro Thr Arg Phe Phe Leu Phe Gly Val Leu Phe 
15 10 15 



Ala Leu Cys Phe Ser Cys Leu Leu Val His Ala Phe Asn Leu Thr Lys 
20 25 30 



Leu Val Arg Gly Arg Gin Pro Leu Ser Met Leu Val Met Leu Gly Leu 
35 40 45 



Ala Leu Gly Phe Ser Leu Val Gin Asp He He 
5 0 55 



<210> 13 
<211> 59 



16 



<212> PRT 

<213> Homo sapiens 



<400> 13 

Asp Gly Ser Thr Gly Pro Thr Arg Phe Phe Leu Phe Gly lie Leu Phe 
15 10 15 



Ser lie Cys Phe Ser Cys Leu Leu Ala His Ala Val Gly Leu Thr Lys 
20 25 30 



Leu Val Arg Gly Arg Lys Pro Leu Ser Leu Leu Val lie Leu Gly Leu 
35 40 45 



Ala Val Gly Phe Ser Leu , Val Gin Asp Val He 
50 55 



<210> 14 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Glu He Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro 
1 5 10 15 



Tyr Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe 
20 25 30 



Ser He Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu 
35 40 45 



Val Lys Lys Glu Gly Ser 
50 



<210> 15 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Glu He Thr Arg Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro 
15 10 15 



Tyr Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe 
20 25 30 
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Ser lie Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu 
35 40 45 



Val Lys Lys Glu Gly Ser 
50 



<210> 16 

<211> 51 

<212> PRT 

<213> Mus musculus 



<400> 16 

Glu lie Thr Gin Gly Leu Glu Met Gly Asp Thr Leu Tyr Ala Pro Tyr 
15 10 15 



Ser Thr His Phe Gin Leu Gin Asn His Gin Lys Asp Phe Ser lie Pro 
20 25 30 



Arg Ala Gin Ala Pro Ala Ser Pro Tyr Asn Asp Tyr Glu Gly Arg Lys 
35 40 45 



Gly Asp Ser 
50 



<210> 17 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
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65 70 75 80 



Leu Thr Phe Ala Phe lie lie Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 



Arg Phe Phe Leu Phe Gly lie Leu Phe Ser lie Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Ser Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val lie Ala lie Glu Tyr lie Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 



Phe Val Leu Leu Leu Ala Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 



His Gly Ala His lie Tyr Leu Thr Met Leu Leu Ser lie Ala lie Trp 
210 215 220 



Val Ala Trp lie Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr lie Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 
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lie Thr Gin 
305 



Gly 



Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 
325 330 335 



lie Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 



<210> 18 

<211> 2456 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> RAI3 Polymorphic Allele Summary Sequence. 



<220> 

<221> misc_f eature 

<222> (112) . . (112) 

<223> wherein "n" equals either G or A. 
<220> 

<221> misc_feature 

<222> (364) . . (364) 

<223> wherein "n" equals either C or T . 
<220> 

<221> misc^feature 

<222> (511) . . (511) 

<223> wherein "n" equals either C or T. 
<220> 

<221> misc_feature 

<222> (523) . . (523) 

<223> wherein "n" equals either C or T. 
<220> 

<221> misc_feature 

<222> (605) . . (605) 

<223> wherein "n" equals either A or G. 
<220> 

<221> misc_feature 

<222> (797) . . (797) 

<223> wherein "n" equals either A or G. 
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<220> 

<221> misc_f eature 

<222> (1111) . . (1111) 

<223> wherein "n" equals either T or C . 
<220> 

<221> misc_f eature 

<222> (1173) . . (1173) 

<223> wherein "n" equals either A or G. 
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a t=i t=i a ^~ ace* a i~ 




f- n ci en f* pt t~~ p* 
i— ciy y l> y u y l o 


P 1 1~P , 1~OP , P , 't~P , 0 
L- y— ^ y 


Pi p* p 1 p 1 r* r* c* c* (~* 


6 0 


tcrttatror 


t" pffipf P 1 ;^ P 1 P 1 


fT'f' f~*(~ir* 4- piprt" 
t^^LL.yL. i_ ^y i— 




P 1 PT PT P 1 PT a PT PT PT P 1 

c yy c 9 a ggy c 




12 0 


araarfartr 


an^nf ptp 1 pt;^ P7 

c«.y *-*y *~ y y ^y 


yy yyy y 


v_ u y L-v—ociciyy 


f- pi-l- p^pT^p'p'apT 


t>dt- Lyayyay 


180 


V — y V l^y 


pip* p^p* 1~ p* t~ i~ nc* 


y y^—yyycidy 


v^dyodL-t^ddy 


|- +- no P'PTPTP' P< a 
I— LLaLyy LLa 


appppf 4- ptpi p» 
aLy ll l, Lyy u 


24 0 


a pi 4- o (-root" P 1 P 1 


dy dd uyy l lci 


r 1 3 3 p 3 pt4p r~> r~* 
oddv-dy LLUL 


uyduyyuuyv^ 


LyLddLyycL 


LyaaaLLLaa 




y l- d d ^ cxy ct 




^5 P" 1 f~ pt a a pt f" 1 

yy ^ uy day l 


l, uyyyycdUv- 


PT+" P* p< a /~t a a a 

y lll ucty ddd 




^ & n 

O D U 


<-i ^-J ^ J. ±y y vjy u u 


crt" p'P 1 1~ prrri 


t" ptpt p* p* 1~ 1~ p 1 ^ 1~ 


tpf- p« 


pppra 1~ p< p> i - p"pT 
LLyaLLL toy 


4- p-i 4- pTP'^l^tPIPTt" 

y ct dy y u 


42 0 


\_> Oi ^) C4.V— I— V- V- • 


;=i pa. cp\ ptpt naa ^ 
dd i^. dy y y ad 


ciaa Lyu ty^u 


1~ r* t" o"h t" f" 
tctt Luay l u l. 


p< t~ p» t~ t~ p»p«1~ p» p 1 


f- nc~tnY~ r~if~ n4- 4- 
uyyy i-y y «-» *-» 


t O vj 


aoacatcttt 

^2 ^-H CA. V— • ^ ^ O 


y y ^ 1 — ^ Ca 


1~ p , crp , p , 't~ t" p 1 ai t~ 

l- v_ y V — 1 — - ■> — > — ■ CL V— 


n 3 t" p^rTPT^ p« 1~ pi 
iiciu^yy U- y 


pra ti ptptpj^ ptp'^ 
y cii -i-y y y «yLu 


P 1 Pi PTP1PJP" P" P*^ P* 


540 


acgcttcttc 
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catqaataqa 


accaacgtca 


atgtcttttc 
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ctttgtcctc 
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acgtcctctt 
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accccatgga 
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ttatcctgtt 
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tctgtaaacc 


neaactegtg 


aagaagagct 


atggtgtgga 


1140 


gaacagagcc 


tactctcaag 


aggaaatcac 


tcnaggtttt 


gaagagacag 


gggacacget 


1200 


ctatgccccc 


tattccacac 


attttcagct 


gcagaaccag 


cctccccaaa 


aggaattctc 


1260 


catcccacgg 


gcccacgctt 


ggccgagccc 


ttacaaagac 


tatgaagtaa 


agaaagaggg 


1320 


cagctaactc 


tgtcctgaag 


agtgggacaa 


atgeagcegg 


geggcagate 


tagegggage 


1380 
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/""« /~t a "i - /~t /—r r< ^~ -3 

CCaLyyaCLa 




d 4"~ /~i 4- 4— 

CaLCLyaycc 


cacyctyycu 


cacacay c l c 


taggggectg 


loOU 


CtCCCCLaaC 


ucacaguggg 


4~~ 4~ 4** +*■ /t 4~ — > 

LLLtyuyagy 


c t c tgtggee 


cagagcagac 


CL.gcaL.aL.CL. 


iyzu 


gagcaaaaat 


agcaaaagcc 


t c t c t cagee 


cactggcctg 


aat c tacact 


ggaagecaac 


± y o u 


t tgctggcac 


ccccgct ccc 


caacccttct 


tgcctgggta 


ggagaggcta 


aagat caccc 


o n a n 


caaatttact 


catctct eta 


gtgctgcctc 


acat tgggee 


tcagcagct c 


cccagcacca 


z 1 00 


at tca.ca.ggt 


cacccctctc 


ttcttgeact 


gtccccaaac 


t tgc tgt caa 


t tccgagatc 


z. X b U 


taatctcccc 


ctacgctctg 


ccaggaattc 


tttcagacct 


cactagcaca 


agcccggttg 


2220 


ctccttgtca 


ggagaatttg 


tagatcattc 


tcacttcaaa 


ttcctggggc 


tgatacttct 


2280 


ctcatcttgc 


accccaacct 


ctgtaaatag 


atttaccgea 


tttacggctg 


cattctgtaa 


2340 


gtgggcatgg 


tctcctaatg 


gaggagtgtt 


cattgtataa 


taagttattc 


acctgagtat 


2400 


gcaataaaga 


tgtggtggcc 


actctttcat 


ggtggtggca 


gcaaaaaaaa 


aaaaaa 


2456 



<210> 19 

<211> 357 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RAI3 Polymorphic Allele Summary Sequence. 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (118) . . (118) 

<223> wherein "Xaa" equals either ' Ser ' or ' Gly ' . 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (182) . . (182) 

<223> wherein "Xaa" equals either 1 Thr 1 or 'Ala 1 . 
<220> 
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< 2 2 1 > MI SC_FEATURE 
<222> (307) . . (307) 

<223> wherein "Xaa" equals either 'Gin' or 'Arg' . 
<400> 19 

Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe lie He Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 



Arg Phe Phe Leu Phe Gly He Leu Phe Ser He Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Xaa Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val He Ala lie Glu Tyr He Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 



Phe Val Leu Leu Leu Xaa Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 
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His Gly Ala His lie Tyr Leu Thr Met Leu Leu Ser lie Ala lie Trp 
210 215 220 



Val Ala Trp lie Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr He Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



He Thr Xaa Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 

325 N 330 335 



He Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 





355 


<210> 


20 


<211> 


357 


<212> 


PRT 


<213> 


Homo 


<400> 


20 



Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly He Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
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35 



40 



45 



Leu Pro He Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly He Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe He He Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 



Arg Phe Phe Leu Phe Gly He Leu Phe Ser He Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Ser Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 ~ 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val He Ala He Glu Tyr He Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 



Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 



His Gly Ala His He Tyr Leu Thr Met Leu Leu Ser He Ala He Trp 
210 215 220 



Val Ala Trp He Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr He Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



25 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



lie Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 
325 330 335 



lie Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 



<210> 21 

<211> .357 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
15 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe lie lie Gly Leu Asp Gly Ser Thr Gly Pro Thr 
85 90 95 
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Arg Phe Phe Leu Phe Gly He Leu Phe Ser He Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Ser Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val He Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val He Ala He Glu Tyr He Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 
165 170 175 



Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 



His Gly Ala His He Tyr Leu Thr Met Leu Leu Ser He Ala He Trp 
210 215 220 



Val Ala Trp He Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr He Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 
245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



He Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 
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325 



330 



335 



He Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 



<210> 22 

<211> 40 

<212> DNA 

<213 > Homo sapiens 

<400> 22 

ctagaaacgg tggccacagc cggggttgtg acctcggtgg 40 



<210> 23 
<211> 40 
<212> DNA 

<213> Homo sapiens ^ 
<400> 23 

ctagaaacgg tggccacagc tggggttgtg acctcggtgg 40 

<210> 24 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 24 

tgcctgctgg ctcatgctgt cagtctgacc aagctcgtcc gggg 44 



<210> 25 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 25 

tgcctgctgg ctcatgctgt cggtctgacc aagctcgtcc gggg 44 



<210> 26 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 26 

tcctgttgag gatgctttct gtaaacctca actcgtgaag aagagctatg 50 



<210> 27 



28 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 27 

tcctgttgag gatgctttct gtaaacccca actcgtgaag aagagctatg 



<210> 28 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 28 

tctcaagagg aaatcactca aggttttgaa gagacagggg 



<210> 29 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 29 

tctcaagagg aaatcactcg aggttttgaa gagacagggg 



<210> 30 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 30 

gcccacgctt ggccgagccc ttacaaagac tatgaagtaa ag 



<210> 31 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 31 

gcccacgctt ggccgag 



<210> 32 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 32 

ctttacttca tagtctttg 



<210> 33 

<211> 42 

<212> DNA 

<213> Artificial Sequence 



29 



<220> 
<223> 



Degenerate Oligonucleotide. 



<220> 

<221> misc_f eature 

<222> (3) . . (39) 

<223> wherein "n" equals A, C, G, or T. 
<220> 

<221> misc_feature 

<222> (6) . . (33) 

<22 3> wherein "y" equals C, or T. 
<220> 

<221> misc_feature 

<222> (27) . . (42) 

<223> wherein "r" equals A, or G. 

<400> 33 

gcncaygcnt ggccntcncc ntayaargay taygargtna ar 42 

<210> 34 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Degenerate Oligonucleotide. 
<220> 

<221> misc_f eature 

<222> (3) . . (15) 

<223> wherein "n ,n equals A, C, G, or T. 
<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> wherein "y" equals C, or T. 

<400> 34 

gcncaygcnt ggccntc 17 

<210> 35 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Degenerate Oligonucleotide. 
<220> 



30 



<221> misc_f eature 

<222> (1) . . (16) 

<223> wherein u y" equals C, or T. 
<220> 

<221> misc_feature 

<222> (4) . . (22) 

<223> wherein "n" equals A, C, G, or T. 
<220> 

<221> misc_f eature 

<222> (10) . . (19) 

<223> wherein "r" equals A, or G . 

<400> 35 

yttnacytcr tartcyttrt ang 23 

<210> 36 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 36 

gcgcggccca attgcatggc tacaacagtc cctgatgg 38 

<210> 37 

<211> 33' 

<212> DNA 

<213> Homo sapiens 

<400> 37 

gcggccctcg agttagctgc cctctttctt tac 33 

<210> 38 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Lys Thr lie lie Ala Leu Ser Tyr lie Phe Cys Leu Val Phe Ala 
15 10 15 



<210> 39 

<211> 11 

<212> PRT 

<213> Bacteriophage T7 

<400> 39 

Asp Tyr Lys Asp Asp Asp Asp Ala Arg Asn Ser 
1 5 10 



31 



<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Lys Thr lie lie Ala Leu Ser Tyr lie Phe Cys Leu Val Phe Ala 
1 5 10 15 



Asp Tyr Lys Asp Asp Asp Asp Ala Arg Asn Ser 
20 25 



<210> 41 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 41 

gcggccagat ctgccaccat ggctacaaca gtccctgat 



<210> 42 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 42 

gcggccctcg agctacttgt cgtcgtcgtc cttgtagtcc atgctgccct ctttctttac 

<210> 43 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



<210> 44 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 44 

cgggatccta cttgtcgtcg tcgtccttgt agtcgctgcc ctctttcttt acttc 



<210> 45 
<211> 21 
<212> DNA 



32 



<213> Homo sapiens 



<400> 45 

ccacacattt tcagctgcag a 



<210> 46 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 46 

9tgggatgga gaattccttt tg 



<210> 47 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 47 

attccacaca ttttcagctg ca 



<210> 48 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 48 

ggatggagaa ttccttttgg g 



<210> 49 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Cys Leu Thr Met Asn Arg Thr Asn Val Asn Val Phe Ser Glu Leu Ser 
15 10 15 



Ala Pro Arg Arg Asn Glu Asp Phe Val 
20 25 



<210> 50 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Cys Met Leu Pro Asp Phe Asp Arg Arg Trp Asp Asp Thr Thr Leu Ser 
15 10 15 



33 



Ser Ala 



<210> 51 

<211> 21 

<212> PRT 

<213> Homo sapiens 

<400> 51 

Cys Lys Pro Gin Leu Val Lys Lys Ser Tyr Gly Val Asn Glu Arg Ala 
15 10 15 



Tyr Ser Gin Glu Glu 
20 



<210> 52 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide. 

<400> 52 

uuccaguucc acggcacuuc augcuu 2 6 



<210> 53 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide. 

<400> 53 

guccaguccg augaugaagg cgaagu 2 6 



<210> 54 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide. 

<400> 54 

caguuguuau aaaggcggcc cucgcu 2 6 



34 



<210> 55 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide 

<400> 55 

uuguagccau ucuggacccu agugcu 



<210> 56 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Antisense Oligonucleotide 
<400> 56 

ucuuccagcc cgugaaggaa ccacau 



<210> 57 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide 

<400> 57 

accuugaccu uauccgcaca ggagau 



<210> 58 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Antisense Oligonucleotide 
<400> 58 

gagccucccc gggaauauug uugacu 



<210> 59 

<211> 26 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Synthesized Antisense Oligonucleotide 



<400> 59 
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gcugauccca ggucuuaccg auguuu 



<210> 60 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide 

<400> 60 

acaccaagga agugcccgac cuucu 



<210> 61 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Antisense Oligonucleotide 

<400> 61 

gacugaaacu ggcguccacc cuacuu 



<210> 62 

<211> 24 

<21.2> DNA 

<213> Homo sapiens 

<400> 62 

gaggatgagg agagctatga caca 



<210> 63 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 63 

ccctttgcac tcataacgtc ag 



<210> 64 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 64 

aaacacacag tcatcatagg gcagctcgt 



<210> 65 
<211> 41 
<212> DNA 



36 



<213> Homo sapiens 



<220> 

<221> misc_f eature 
<222> (21) . . (21) 

<223> wherein "n" equals either C, or T. 
<400> 65 

ctgagcagtt gttataaagg nggccctcgc cggagggagg g 



<210> 66 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (21) . . (21) 

<223> wherein "n" equals either T, or C . 
<400> 66 

gccccagcgc tctgggctcc nggcgcctca cttaccctag t 



<210> 67 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (21) . . (21) 

<223> wherein "n" equals either G, or A. 
<400> 67 

gccaccgagg tcacaacccc ngctgtggcc accgtttcta g 



<210> 68 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (21) . . (21) 

<223> wherein "n" equals either G, or A. 
<400> 68 

gtgctcccgt ccagtccgat natgaaggcg aaggtgaggc c 



37 



<210> 69 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (21) . . (21) 

<223> wherein "n" equals either G, or A. 
<400> 69 

cgtgtgggcc ctgtgctccc ntccagtccg atgatgaagg 



<210> 70 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (21) . . (21) 

<223> wherein "n" equals either T, or C. 
<400> 70 

catcaagaag aggacgtagg ngagcaggag gacaaagtct 



<210> 71 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 71 

tgtaaaacga cggccagtgt cagacggttt ttgggtcat 



<210> 72 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 72 

tgtaaaacga cggccagtgt cagacggttt ttgggtcat 



<210> 73 

<211> 39 

<212> DNA 

<213> Homo 

<400> 73 
tgtaaaacga 



sapiens 
cggccagtaa 



taccttctcc 



ccactccaa 
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<210> 74 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 74 

tgtaaaacga cggccagtaa taccttctcc ccactccaa 39 

<210> 75 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<210> 76 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 76 

tgtaaaacga cggccagtcc tttccctgtt ggtgattct 3 9 



<210> 77 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<210> 78 v 

<211> 38 

<212> DNA 

<2 1 3 > Homo sapiens 

<400> 78 

caggaaacag ctatgacccg ctctccccag acgattta 38 

<210> 79 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 75 

tgtaaaacga cggccagtaa taccttctcc ccactccaa 



39 



<400> 77 

caggaaacag ctatgacccg ctctccccag acgattta 



38 



<400> 79 

caggaaacag ctatgaccag atggaaaaga ggatcccaa 



39 



<210> 
<211> 
<212> 



80 
39 
DNA 



39 



<213> Homo sapiens 



<400> 80 

caggaaacag ctatgaccag atggaaaaga ggatcccaa 



39 



<210> 81 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 81 

caggaaacag ctatgaccag atggaaaaga ggatcccaa 3 9 



<210> 82 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<210> 83 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 83 

tgtaaaacga cggccagt 18 



<210> 84 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<210> 85 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 85 

gcttcttcct ctttgggatc ct 22 



<210> 86 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 82 

caggaaacag ctatgaccgc caaaactcgg gactaacat 



39 



<400> 84 

caggaaacag ctatgacc 



18 



<400> 



86 



40 



cttggtcaga ctgacagcat gag 



<210> 87 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 87 

ttccatctgc ttctcctgcc tgctg 



<210> 88 

<211> 59 

<212> PRT' 

<213> Homo sapiens 

<400> 88 

Asn Gin Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe Gly Val Leu Phe 
15 10 15 



Ala Leu Cys Phe Ser Cys Leu Leu Ala His Ala Ser Asn Leu Val Lys 
20 25 " 30 



Leu Val Arg Gly Cys Val Ser Phe Ser Trp Thr Thr lie Leu Cys lie 
35 40 45 



Ala lie Gly Cys Ser Leu Leu Gin lie lie lie 
50 55 



<210> 89 " 

<211> 59 

<212> PRT 

<213> Mus musculus 

<400> 89 

Asn His Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe Gly Val Leu Phe 
1 5 10 15 



Ala lie Cys Phe Ser Cys Leu Leu Ala His Ala Ser Asn Leu Val Lys 
20 25 30 



Leu Val Arg Gly Arg Val Ser Phe Cys Trp Thr Thr lie Leu Phe lie 
35 40 45 



Ala lie Gly Val Ser Leu Leu Gin Thr lie lie 
50 55 



41 



<210> 90 

<211> 46 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Arg Asp Ser Asp Gly Ala Glu Glu Asp Val Ala Leu Thr Ser Tyr Gly 
15 10 15 



Thr Pro lie Gin Pro Gin Thr Val Asp Pro Thr Gin Glu Cys Phe lie 

20 25 * 30 



Pro Gin Ala Lys Leu Ser Pro Gin Gin Asp Ala Gly Gly Val 
35 40 45 



<210> 


91 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthesized Polypeptide 


<400> 


91 



Asp Gly Ser Thr Gly Pro Thr Arg Phe Phe Leu Phe Gly lie Leu 
15 10 15 



<210> 92 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized Polypeptide. 

<400> 92 

Thr Lys Gin Arg Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys 
1 5 10 15 



<210> 


93 


<211> 


21 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


93 


aaggtgcagg actccaacag g 



42 



<210> 94 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 94 

ggugcaggac uccaacaggt t 



<210> 95 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 
<400> 95 

ccuguuggag uccugcacct t 



<210> 96 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 96 

aattctccga acgtgtcacg ttt 



<210> 97 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<22 3> Synthesized Oligonucleotide 
<400> 97 

uucuccgaac gugucacguu utt 



<210> 98 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 



<400> 98 

aaacgugaca cguucggagt t 



